Figure 1: Flow chart representing the entire protocoal












[image: image1]




Introduction
This database provides information on protein kinase genes in coconut, oil palm and rice. Protein kinase controls many of the important cellular events from growth, differentiation, death, response to biotic and abiotic stress responses. Some of the kinases like receptor-like kinases (RLKs) and receptor-like cytoplasmic kinases (RLCKs) controls the pathogen recognition and plant development, several SNF1-related kinases (SnRKs) involved in the regulation of metabolism, development, and stress responses and a few mitogen-activated protein kinases (MAPKs) and their regulatory kinases involved in pathogen-induced defense responses. Hence studying the kinase genes in plants could be of great help in controlling the disease affecting the plants. In this work we have done a detailed study on kinase genes of rice, oil palm and coconut using different Bioinformatics tools and softwares and the results obtained are given in this database. It gives the predicted markers, which includes Single sequence repeats (SSR), Single nucleotide polymorphism (SNP) along with primers designed flanking these regions. The result of MiRNA and SiRNA detected and also the secondary structure content predicted are given in each of these three species.
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